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TGTTGCCGCG ACTTGTAGGTCCAG AG ATTTTGGAACTATTAACTGTGTGGCCTGTGGCCTCCAGAATGCCGG AGCTCTGTT
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ACAAAACTACAGCCAGCCTTAAACTGAACGCCCTAAAGGACCCAAACAGAGAACACCGATAGCC TCACTCCCAGATAAC
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TGTCCGGCCGAGC CCTAAACCTCTATGGCGCTGCCTGTGCGGI'ACCGCATCGACACGGCGATTCTGATECGATTGACCATGAAGTGACAG
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TCCCACGACCTGTTAGG GTO\TGACACGTGTTGACCCAGACCCTACTCTAACCGGTCTCGG CAGAGTGCAGCCGCGFCTGCGCTTCCTCGGTAG
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CT TCACTC TTGAACC TGG TCGTAG CTGGGC TATGT GGACTACTAGCAAAGTGOAOACTGC CCTATAGCACGTGT CCT' TG CTAT CATACITAGCG AGAG CAT
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IIIIIIIIIIIIIIIIIIIIIII r 111 ¢ rrrrrr rrrrrr r1r & 1 I 1T LILINE B B B B B R | m r 1. 1 171 Trr1r 1 rr 11 1t 1 rrrrr T T 11 11 rr
1000 1010 1020 1030 1040 1050 1060 1070 1080

TACATTGC Ccr A GGGGTAAA(’AG CATC GAATCTCCGG GCAC TG GAACAGATCC 'ITOACCATCACTTGGGGCAC CCTTC OTC TTCTXGCTAG GAL CCT T TGTTG
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G CAC CTCCTAT CCTC KX GG GAATGCATA X TTCGCGCCTT A GAGC XCC BT CCAGGATTGGC TC TGIGAT TGGGCTTGC
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